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Genotype identifying of hOGGI c. 326 with method of CRS-RFLP
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Abstract: Objective To explore strategy for identifying single nucleotide polymorphisn with technique of introducing mismatched
bases to creale restriction site combined with restiction fragment length polymophism (CRS-RFIP) and its applying. Method With
method of CRS-RFLP, the genotype of hOGGI ¢ 326 was identified and the results were compared with these of RFLP not introducing
mismatched bases in pimer. Result The results were easily recognized and consistent with these of ot introducing mismatched bases

in the pimer.  Conclusion [t suggested that this method is good for identifying found single nucleotide polymorphism extensively exist-

ing in sequence of genes.
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CRS c.326 C—>G ) Primer Pre-
mier 5.0
) ) 3’ 1.5 PCR
PCR 30 ng DNA, 0 2Mmol/L, 1
: L XPCR mix, ddH,0 2511 PCR
14 1. PCR ) PCR
NCBI hOGGl Chtp: 7/ , 8U 14 10X 10 #1
www. ncbi. nlm. nih. gov/entrez/ query. fegi? db = . 37 C 16 h,
Nucleotide), SNP (http: //www. nchi.

nlm. nih. gov/entrez/ query. fcgi 7 db = Snp)
1

1« )

2 ( )

F; 5'-TTGCCITCGGCCCTGTTCCCCAAGGA-3'
R 5" -TIGCTGGTGGCTCCTGAGCATGGCC “G-3'
94 °C 5 min>9% T 405 655 C 40s 72 C 355

5'-ACTGTCACTAGTCTCACCAG-3'
5'-GGAAGGTGCITGGGGAAT-3'
A C5minr>94 C40s 55C40s 72C35s 35 gees>72 C

PCR .
35 cycks>72 C 10 min 10 min
168 bp 200 bp
Ml Fru 4 HI
37°C, 16h 37C 16h
3% . 100V, 1h 2% . 100V, 40 min
21 cC G s A-T C-T
NCBI  SNP , hOGGl c. 326 G-T s , NIa lII (CATG)
. hOGGI c. 326 C—G Bspl431 (Mbo I . GATC)
Ser Cys. , G
G Fnu 4 HI C s CG
(G CNGC), 2 C-C s , Mspl (CCGG)
( CCAAT C/G Taul (GCCGGC) , L.
CCGCC), ’
A Mspl

5'-TCCTCCTAGGTTTCCTCCTCCAGCCCAGACCCAGTIGGACTCTTCCACCACCCCCCCAGGTG
GOCCTAAAGGACTCTCCAGCCACCCCTGTCCCAACCCCAGTGGATICICA TIGOCTTOGGC
KB L3  §-TTGCCTTCGECCCTETTCCCCAAGGA-Y
CCTGTTOCCCAAGGA CTCTTCCACCTCCCAACACTGTCACTAGTCTCACCAG CCCTGACCCC
FE2 LIRS 5 -ACTCTCACTAGTCTCACCAG-%
AGTGTACCCTCCTCCCCACACAGACTCCACCCTCCTACAGGTGCTGTFCACTGCOCACCTG
HE 1 TFHEIY  3'-G CCEETACGAGTCCTCCCTCOTCCTT.S

CGCCA* AT CC " GC* CATGCTCAGGAGCCACCAGCAA AGCGCAGAAAGGGTTCCAAAGG

P e At P P e P s

CATG  CCGG
GATC GCCGGC

HE2 TS 3 -TAGGCCCTTCOTCRAAGG- 5

GCOGGAAGGCTAGATGGGGCACCCTGGACAAAGAA ATTCCCCAAGCACCTTCCCCTCCATT
CCCCACTTCTCTCTCCCCATCCCCACCCAGTCTCATGTTGGGGAGGGGCCTCCCTGTGACTA
CCTCAAAGGCCAGGCACCCCCAAATCAAGCAGTCAGTTTGCACAACAAGATGGGGTGGG-Y
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(Ser/ Cys *CG) 200 bp 100 bp 2 ( RFLP
3). ,2 , RFLP
RFLLP
. (D) PCR
e 15~30bp
PCR ,
M; Puc 19 DNA/Mspl Makes 1 3 4 6  Sa/ Gs ; @)
2 7 G Gs iS5 Ser/ Ser 2
2 Mspl 100
bp 200 bp ,
20lbp ’ ,
Lbp ’
, PCR ,
C-G=T-G>GG>AG!,
8 FnudHl GA. AG CC PCR
23 hOGGlc. 326
hOGGl ¢. 326 2, 5.9 ’ ’
P> 0.50. Hardy Wein- ’
bery . Lo
2 hOGdc 326 Hardy-Weinbery @ ,
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